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<110> 
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<120> 


NK CELL RECEPTOR 


<130> 
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<150> 


US 60/431,728 


<151> 


Z0OZ-12-O9 


<160> 


14 


<170> 


patentin version 


<210> 


1 




AOO 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


1 


Met Ser Ser Thr Leu Pro 


1 


5 



10 15 

Gin Arg lie Ser Ala Gin Gin Gin Thr Leu Pro Lys Pro Phe lie Trp 
20 25 30 

Ala Glu Pro His Phe Met val Pro Lys Glu Lys Gin Val Thr lie cys 
35 40 45 

Cys Gin Gly Asn Tyr Gly Ala val Glu Tyr Gin Leu His Phe Glu Gly 
50 55 60 

ser Leu Phe Ala val Asp Arg Pro Lys Pro Pro Glu Arg lie Asn Lys 
65 70 75 80 

val Lys Phe Tyr lie Pro Asp Met Asn ser Arg Met Ala Gly Gin Tyr 
85 90 95 

Ser cys lie Tyr Arg Val Gly Glu Leu Trp Ser Glu Pro Ser Asn Leu 
100 105 110 

Leu Asp Leu Val val Thr Glu Met Tyr Asp Thr Pro Thr Leu ser Val 
115 120 125 

His pro Gly Pro Glu val lie Ser Gly Glu Lys Val Thr Phe Tyr Cys 
130 135 140 

Arg Leu Asp Thr Ala Thr ser Met Phe Leu Leu Leu Lys Glu Gly Arg 
145 150 155 160 

Ser ser His Val Gin Arg Gly Tyr Gly Lys Val Gin Ala Glu Phe Pro 
165 * 170 175 

Leu Gly Pro Val Thr Thr Ala His Arg Gly Thr Tyr Arg Cys Phe Gly 
180 185 190 

Ser Tyr Asn Asn His Ala Trp ser Phe Pro ser Gl,u Pro Val Lys Leu 
195 200 205 
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Leu val Thr Gly Asp lie Glu Asn Thr Ser Leu Ala Pro Glu Asp Pro 
210 215 220 

Thr Phe pro Ala Asp Thr Trp Gly Thr Tyr Leu Leu Thr Thr Glu Thr 
225 230 235 240 

Gly Leu Gin Lys Asp His Ala Leu Trp Asp His Thr Ala Gin Asp Pro 
245 250 255 

Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala 
260 265 270 

Pro Glu Phe Glu Gly Ala Pro ser Val Phe Leu Phe Pro Pro Lys Pro 
275 280 285 

Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val val 
290 295 300 

val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val 
305 310 315 320 

Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
325 330 335 

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin 
340 345 350 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala 
355 360 365 

Leu pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro 
370 375 380 

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr 
385 390 395 400 

Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
405 410 415 

Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr 
420 425 430 

Lys Thr Thr Pro pro val Leu Asp ser Asp Gly ser Phe Phe Leu Tyr 
435 440 445 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe 
450 455 460 

Ser cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys 
465 470 475 480 

Ser Leu Ser Leu ser Pro Gly Lys 
485 



Page 2 



WO 2004/053054 PCT/EL2003/001040 



<210> 2 

<211> 364 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gly Met Pro Met Gly ser Leu Gin Pro Leu Ala Thr Leu Tyr Leu 
15 10 15 

Leu Gly Met Leu Val Ala Ser Cys Leu Gly Arg Leu Arg Val Pro Gin 
20 25 30 

Gin Gin Thr Leu Pro Lys Pro Phe lie Trp Ala Glu Pro His Phe Met 
35 40 45 

val Pro Lys Glu Lys Gin Val Thr lie Cys Cys Gin Gly Asn Tyr Gly 
50 55 60 

Ala val Glu Tyr Gin Leu His Phe Glu Gly ser Leu Phe Ala val Asp 
65 70 75 80 

Arg Pro Lys Pro Pro Glu Arg lie Asn Lys val Lys Phe Tyr lie Pro 
85 90 95 

Asp Met Asn Ser Arg Met Ala Gly Gin Tyr ser cys lie Tyr Arg val 
100 105 110 

Gly Glu Leu Trp Ser Glu Pro Ser Asn Leu Leu Asp Leu Val Val Thr 
115 120 125 

Glu Met Asp Pro Glu Pro Lys ser ser Asp Lys Thr His Thr cys Pro 
130 135 140 

pro Cys Pro Ala Pro Glu Phe Glu Gly Ala Pro ser val Phe Leu Phe 
145 150 155 160 

Pro Pro Lys Pro Lys Asp Thr Leu Met lie ser Arg Thr Pro Glu val 
165 170 175 

Thr cys val val val Asp val ser His Glu Asp Pro Glu val Lys Phe 
180 185 190 

Asn Trp Tyr val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro 
195 200 205 

Arg Glu Glu Gin Tyr Asn ser Thr Tyr Arg Val Val Ser Val Leu Thr 
210 215 220 

val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys cys Lys val 
225 230 235 240 

Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala 
245 250 255 
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Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro pro Ser Arg 
260 265 270 

Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu val Lys Gly 
275 280 285 

Phe Tyr Pro Ser Asp lie Ala Val Glu Trp Glu ser Asn Gly Gin pro 
290 295 300 

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly ser 
305 310 315 320 

Phe Phe Leu Tyr ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 
325 330 335 

Gly Asn Val Phe Ser cys ser Val Met His Glu Ala Leu His Asn His 
340 345 350 

Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
355 360 

<210> 3 

<211> 393 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Gly Met Pro Met Gly ser Leu Gin Pro Leu Ala Thr Leu Tyr Leu 
15 10 15 

Leu Gly Met Leu Val Ala ser Cys Leu Gly Arg Leu Arg Val Pro Tyr 
20 25 30 

Asp Thr Pro Thr Leu Ser Val His Pro Gly Pro Glu Val lie Ser Gly 
35 40 45 

Glu Lys val Thr Phe Tyr Cys Arg Leu Asp Thr Ala Thr Ser Met Phe 
50 55 60 

Leu Leu Leu Lys Glu Gly Arg ser Ser His val Gin Arg Gly Tyr Gly 
65 70 ~ 75 80 

Lys Val Gin Ala Glu Phe Pro Leu Gly Pro Val Thr Thr Ala His Arg 
85 90 95 

Gly Thr Tyr Arg Cys Phe Gly Ser Tyr Asn Asn His Ala Trp Ser Phe 
100 105 110 

Pro Ser Glu Pro Val Lys Leu Leu Val Thr Gly Asp lie Glu Asn Thr 
115 120 125 

Ser Leu Ala Pro Glu Asp Pro Thr Phe Pro Asp Thr Trp Gly Thr Tyr 
130 135 140 
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Leu Leu Thr Thr Glu Thr Gly Leu Gin Lys Asp His Ala Leu Trp Asp 
145 150 155 160 

Pro Glu Pro Lys ser Ser Asp Lys Thr His Thr Cys pro Pro Cys Pro 
165 170 175 

Ala Pro Glu Phe Glu Gly Ala Pro ser val Phe Leu Phe Pro Pro Lys 
180 185 190 

Pro Lys Asp Thr Leu Met lie ser Arg Thr Pro Glu val Thr cys val 
195 200 205 

Val val Asp val ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr 
210 215 220 

val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 
225 230 235 240 

Gin Tyr Asn Ser. Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His 
245 250 255 

Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys 
260 265 270 

Ala Leu Pro Ala pro He Glu Lys Thr lie Ser Lys Ala Lys Gly Gin 
275 280 285 

Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu 
290 295 300 

Thr Lys Asn Gin val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 
305 310 315 320 

ser Asp lie Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn 
325 330 335 

Tyr Lys Thr Thr Pro Pro val Leu Asp ser Asp Gly Ser Phe Phe Leu 
340 345 350 

Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp Gin Gin Gly Asn val 
355 360 ^ 365 

Phe ser cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin 
370 375 380 

Lys Ser Leu ser Leu ser Pro Gly Lys 
385 390 

<210> 4 

<211> 382 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Gly Met Pro Met Gly Ser Leu Gin Pro Leu Ala Thr Leu Tyr Leu 
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15 10 15 

Leu Gly Met Leu val Ala ser cys Leu Gly Arg Leu Arg val Pro Leu 
20 25 30 

Trp val ser Gin Pro Leu Glu lie Arg Thr Leu Glu Gly Ser ser Ala 
35 40 " 45 

Phe Leu Pro cys ser Phe Asn Ala ser Gin Gly Arg Leu Ala lie Gly 
50 55 60 

ser val Thr Trp Phe Arg Asp Glu val val Pro Gly Lys Glu val Arg 
65 70 75 80 

Asn Gly Thr Pro Glu Phe Arg Gly Arg Leu Ala Pro Leu Ala ser Ser 
85 " 90 95 

Arg Phe Leu His Asp His Gin Ala Glu Leu His lie Arg Asp val Arg 
100 105 110 

Gly His Asp Ala ser lie Tyr Val cys Arg val Glu val Leu Gly Leu 
115 120 125 

Gly val Gly Thr Gly Asn Gly Thr Arg Leu val val Glu Lys Glu His 
130 135 140 

Pro Gin Leu Gly Asp Pro Glu Pro Lys Ser ser Asp Lys Thr His Thr 
145 150 155 160 

Cys Pro Pro Cys Pro Ala Pro Glu Phe Glu Gly Ala Pro ser val Phe 
165 170 175 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie ser Arg Thr Pro 
180 185 190 

Glu val Thr cys val val val Asp val ser His Glu Asp Pro Glu val 
195 200 205 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 
210 215 220 

Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg val Val Ser Val 
225 230 235 240 

Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
245 250 255 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser 
260 265 270 

Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro 
275 280 285 

Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val 
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290 295 300 

Lys Gly Phe Tyr Pro ser Asp lie Ala val Glu Trp Glu Ser Asn Gly 
305 310 315 320 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp ser Asp 
325 330 335 

Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp 
340 345 350 

Gin Gin Gly Asn Val Phe Ser cys ser Val Met His Glu Ala Leu His 
355 360 365 

Asn His Tyr Thr Gin Lys Ser Leu ser Leu Ser Pro Gly Lys 
370 375 380 

<210> 5 

<211> 434 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Gly Met Pro Met Gly Ser Leu Gin Pro Leu Ala Thr Leu Tyr Leu 
15 10 15 

Leu Gly Met Leu val Ala ser cys Leu Gly Arg Leu Arg val Pro Gin 
20 25 " 30 

Ser Lys Ala Gin Val Leu Gin Ser Val Ala Gly Gin Thr Leu Thr Val 
35 40 45 

Arg cys Gin Tyr Pro Pro Thr Gly ser Leu Tyr Glu Lys Lys Gly Trp 
50 55 60 

Cys Lys Glu Ala ser Ala Leu val cys lie Arg Leu val Thr ser ser 
65 70 75 80 

Lys Pro Arg Thr Val Ala Trp Thr Ser Arg Phe Thr lie Trp Asp Asp 
85 90 95 

Pro Asp Ala Gly Phe Phe Thr Val Thr Met Thr Asp Leu Arg Glu Glu 
100 105 110 

Asp ser Gly His Tyr Trp cys Arg He Tyr Arg Pro ser Asp Asn Ser 
115 120 125 

Val ser Lys Ser Val Arg Phe Tyr Leu val val Ser Pro Ala Ser Ala 
130 135 140 

Ser Thr Gin Thr Ser Trp Thr Pro Arg Asp Leu val Ser Ser Gin Thr 
145 150 * 155 160 

Gin Thr Gin Ser cys val Pro pro Thr Ala Gly Ala Arg Gin Ala Pro 
165 170 ~ 175 
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Glu Ser Pro Ser Thr lie Pro val Pro ser Gin Pro Gin Asn Ser Thr 
180 185 190 

Leu Arg Pro Gly Pro Ala Ala Pro Asp Pro Glu Pro Lys Ser ser Asp 
195 200 205 

Lys Thr His Thr cys Pro Pro cys Pro Ala Pro Glu Phe Glu Gly Ala 
210 215 220 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lie 
225 230 235 240 

Ser Arg Thr Pro Glu val Thr cys val val val Asp val Ser His Glu 
245 250 255 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly val Glu Val His 
260 265 270 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg 
275 280 285 

Val val ser val Leu Thr Val Leu His Gin Asp Trp Leu Asn Gly Lys 
290 295 300 

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala pro lie Glu 
305 310 315 320 

Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr 
325 330 335 

Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gin val ser Leu 
340 345 350 

Thr cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie Ala val Glu Trp 
355 360 365 

Glu ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
370 375 380 

Leu Asp ser Asp Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp 
385 390 395 400 

Lys ser Arg Trp Gin Gin Gly Asn val Phe ser cys ser val Met His 
405 410 415 

Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu ser Leu ser Pro 
420 425 430 

Gly Lys 



<210> 6 
<211> 326 
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<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Met Pro Met Gly Ser Leu Gin Pro Leu Ala Thr Leu Tyr Leu 
1 5 10 15 

Leu Gly Met Leu Val Ala ser Cys Leu Gly Arg Leu Arg val Pro ser 
20 25 30 

Pro Ala ser Ala Ser Thr Gin Thr ser Trp Thr pro Arg Asp Leu val 
35 40 45 

Ser ser Gin Thr Gin Thr Gin Ser Cys Val Pro Pro Thr Ala Gly Ala 
50 55 60 

Arg Gin Ala Pro Glu Ser Pro Ser Thr lie Pro Val Pro Ser Gin Pro 
65 70 75 80 

Gin Asn Ser Thr Leu Arg Pro Gly Pro Ala Ala Pro Asp Pro Glu Pro 
85 90 95 

Lys Ser Ser Asp Lys Thr His Thr cys Pro Pro Cys pro Ala Pro Glu 
100 105 110 

Phe Glu Gly Ala Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
115 120 125 

Thr Leu Met lie ser Arg Thr Pro Glu val Thr cys val val val Asp 
130 135 140 

val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly 
145 150 155 160 

Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
165 170 175 

ser Thr Tyr Arg val Val Ser Val Leu Thr Val Leu His Gin Asp Trp 
180 185 190 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala Leu Pro 
195 200 205 

Ala Pro lie Glu Lys Thr lie ser Lys Ala Lys Gly Gin Pro Arg Glu 
210 215 220 

Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
225 230 235 240 

Gin Val Ser Leu Thr cys Leu Val Lys Gly Phe Tyr Pro Ser Asp lie 
245 250 255 

Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
260 265 270 
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Thr Pro Pro val Leu Asp Ser Asp Gly ser Phe Phe Leu Tyr Ser Lys 
275 280 285 

Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly Asn val Phe Ser cys 
290 295 300 

Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu 
305 310 315 320 

Ser Leu ser Pro Gly Lys 
325 

<210> 7 

<211> 376 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Gly Met Pro Met Gly ser Phe Gin Pro Leu Ala Thr Leu Tyr Leu 
1 5 10 15 

Leu Gly Met Leu Val Ala Ser Cys Leu Gly Arg Leu Arg Val Pro Gin 
20 25 30 

Ser Lys Ala Gin Val Leu Gin Ser Val Ala Gly Gin Thr Leu Thr Val 
35 40 45 

Arg cys Gin Tyr Pro Pro Thr Gly ser Leu Tyr Glu Lys Lys Gly Trp 
50 55 60 

cys Lys Glu Ala ser Ala Leu val cys lie Arg Leu val Thr ser ser 
65 70 75 80 

Lys Pro Arg Thr Val Ala Trp Thr ser Arg Phe Thr lie Trp Asp Asp 
85 90 95 

Pro Asp Ala Gly Phe Phe Thr Val Thr Met Thr Asp Leu Arg Glu Glu 
100 105 110 

Asp ser Gly His Tyr Trp cys Arg lie Tyr Arg pro ser Asp Asn ser 
115 120 125 

val ser Lys Ser Val Arg Phe Tyr Leu val Val Ser Pro Ala Asp Pro 
130 135 140 

Glu Pro Lys Ser Ser Asp Lys Thr His Thr Cys Pro Pro cys Pro Ala 
145 " 150 155 160 

Pro Glu Phe Glu Gly Ala Pro ser val Phe Leu Phe Pro Pro Lys Pro 
165 170 175 

Lys Asp Thr Leu Met lie Ser Arg Thr Pro Glu Val Thr Cys Val Val 
180 185 190 
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val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val 
195 200 205 

Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
210 215 220 

Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr val Leu His Gin 
225 230 235 240 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala 
245 250 255 

Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin pro 
260 265 270 

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr 
275 280 285 

Lys Asn Gin Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
290 295 300 

Asp lie Ala Val Glu Trp Glu ser Asn Gly Gin Pro Glu Asn Asn Tyr 
305 310 315 320 

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly ser Phe Phe Leu Tyr 
325 330 335 

ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe 
340 345 350 

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys 
355 360 365 

Ser Leu Ser Leu Ser Pro Gly Lys 
370 375 



<210> 8 
<211> 1506 
<212> DNA 
<213> Homo sapiens 












<400> 8 
tccccactgc 


tcagcactta 


ggccggcaga 


atctgagcga 


tgtcttccac 


actccctgcc 


60 


ctgctctgcg 


tcgggctgtg 


tctgagtcag 


aggatcagcg 


cccagcagca 


gactctccca 


120 


aaaccgttca 


tctgggccga 


gccccatttc 


atggttccaa 


aggaaaagca 


agtgaccatc 


180 


tgttgccagg 


gaaattatgg 


ggctgttgaa 


taccagctgc 


actttgaagg 


aagccttttt 


240 


gccgtggaca 


gaccaaaacc 


ccctgagcgg 


attaacaaag 


tcaaattcta 


catcccggac 


300 


atgaactccc 


gcatggcagg 


gcaatacagc 


tgcatctatc 


gggttgggga 


gctctggtca 


360 


gagcccagca 


acttgctgga 


tctggtggta 


acagaaatgt 


atgacacacc 


caccctctcg 


420 


gttcatcctg 


gacccgaagt 


gatctcggga 


gagaaggtga 


ccttctactg 


ccgtctagac 


480 


actgcaacaa 


gcatgttctt 


actgctcaag 


gagggaagat 


ccagccacgt 


acagcgcgga 


540 
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^ f m ft n ft ^ ^ 

tacgggaagg 


*t* f* f* ft ft f* ft ft *\ 

tccaggcgga 


gttccccctg 


ggccctgtga 


ccacagccca 


ccgagggaca 


600 


taccgatgtt 


ttggctccta 


taacaaccat 


gcctggtctt 


tccccagtga 


gccagtgaag 


660 


ctccxggLca 


f* *^ m ft f* ft ^\ **% 4« 

caggcgacat 


tgagaacacc 


agccttgcac 


ctgaagaccc 


cacctttcct 


7^A 

720 


gcagacacxT. 


ggggcaccta 


cct tttaacc 


acagagacgg 


gacxccagaa 


agaccatgcc 


7o0 


ctcxgggatc 


acactgccca 


ggatccggag 


cccaaatctt 


ctgacaaaac 


tcacacatgc 


840 


ccaccgrgcc 


cagcacctga 


attcgagggt 


gcaccgtcag 


tcttcctct t 


ccccccaaaa 


r\r\r\ 

900 


cccaaggaca 


ccctcatgat 


ctcccggacc 


cctgaggtca 


catgcgtggt 


ggtggacgtg 


960 


agccacgaag 


accctgaggt 


caagttcaac 


tggtacgtgg 


acggcgtgga 


ggtgcataat 


1020 


gccaagacaa 


agccgcggga 


ggagcagtac 


aacagcacgt 


accgtgtggt 


cagcgtcctc 


1 AO A 

1080 


accgtcctgc 


accaggactg 


gctgaatggc 


aaggagtaca 


agtgcaaggt 


ctccaacaaa 


t t Af\ 

1140 


gccctcccag 


cccccatcga 


gaaaaccatc 


tccaaagcca 


aagggcagcc 


ccgagagcca 


1200 


caggtgtaca 


ccctgccccc 


atcccgggat 


gagctgacca 


agaaccaggt 


cagcctgacc 


1260 


tgcctggtca 


aaggcttcta 


tcccagcgac 


atcgccgtgg 


agtgggagag 


caatgggcag 


1320 


ccggagaaca 


actacaagac 


cacgcctccc 


gtgctggact 


ccgacggctc 


cttcttcctc 


1380 


tacagcaagc 


tcaccgtgga 


caagagcagg 


tggcagcagg 


ggaacgtctt 


ctcatgctcc 


1440 


gtgatgcatg 


aggctctgca 


caaccactac 


acgcagaaga 


gcctctccct 


gtctccqqqt 


1500 


aaatga 












1506 


<210> 9 

<211> 1110 

<212> DNA 

<213> Homo sapiens 












<400> 9 
aagcttgccg 


ccaccatggg 


aatgcccatg 


gggtctctgc 


aaccgctggc 


caccttgtac 


60 


ctgctgggga 


tgctggtcgc 


ttcctgcctc 


ggacggctca 


gggtacccca 


gcagcagact 


120 


ctcccaaaac 


cgttcatctg 


ggccgagccc 


catttcatgg 


ttccaaagga 


aaagcaagtg 


t OA 

180 


accatctgtt 


gccagggaaa 


ttatggggct 


gttgaatacc 


agctgcactt 


tgaaggaagc 


240 


ctttttgccg 


tggacagacc 


aaaaccccct 


gagcggatta 


acaaagtcaa 


attctacatc 


3 AA 

300 


ccggacatga 


actcccgcat 


ggcagggcaa 


tacagctgca 


tctatcgggt 


tggggagctc 


^^A 

360 


tggtcagagc 


ccagcaactt 


gctggatctg 


gtggtaacag 


aaatggatcc 


ggagcccaaa 


420 


tcttctgaca 


aaactcacac 


atgcccaccg 


tgcccagcac 


ctgaattcga 


gggtgcaccg 


4 OA 

480 


tcagtcttcc 


tcttcccccc 


aaaacccaag 


ft ^ ^* f* f+ f**^ f 

gacaccctca 


tgatctcccg 


gacccctgag 


C A A 

540 


gtcacatgcg 


tggtggtgga 


cgtgagccac 


gaagaccctg 


aggtcaagtt 


caactggtac 


600 


gtggacggcg 


tggaggtgca 


taatgccaag 


acaaagccgc 


gggaggagca 


gtacaacagc 


f r* r\ 

660 


acgtaccgtg 


tggtcagcgt 


cctcaccgtc 


ctgcaccagg 


actggctgaa 


tggcaaggag 


720 


tacaagtgca 


aggtctccaa 


caaagccctc 


ccagccccca 


tcgagaaaac 


catctccaaa 


780 


gccaaagggc 


agccccgaga 


gccacaggtg 


tacaccctgc 


ccccatcccg 


ggatgagctg 


840 


accaagaacc 


aggtcagcct 


gacctgcctg 


gtcaaaggct 


tctatcccag 


cgacatcgcc 


900 


gtggagtggg 


agagcaatgg 


gcagccggag 


aacaactaca agaccacgcc 


tcccgtgctg 


960 
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gactccgacg gctccttctt cctctacagc aagctcaccg tggacaagag caggtggcag 1020 

caggggaacg tcttctcatg ctccgtgatg catgaggctc tgcacaacca ctacacgcag 1080 

aagagcctct ccctgtctcc gggtaaatga 1110 

<210> 10 
<211> 1197 
<212> DNA 
<213> Homo sapiens 

<400> 10 , cn 

aagcttgccg ccaccatggg aatgcccatg gggtctctgc aaccgctggc caccttgtac 60 

ctgctgggga tgctggtcgc ttcctgcctc ggacggctca gggtacccta tgacacaccc 120 

accctctcgg ttcatcctgg acccgaggtg atctcgggag agaaggtgac cttctactgc 180 

cgtctagaca ctgcaacaag catgttctta ctgctcaagg agggaagatc cagccacgta 240 

cagcgcggat acgggaaggt ccaggcggag ttccccctgg gccctgtgac cacagcccac 300 

cgagggacat accgatgttt tggctcctat aacaaccatg cctggtcttt ccccagtgag 360 

ccagtgaagc tcctggtcac aggcgacatt gagaacacca gccttgcacc tgaagacccc 420 

acctttcctg acacttgggg cacctacctt ttaaccacag agacgggact ccagaaagac 480 

catgccctct gggatccgga gcccaaatct tctgacaaaa ctcacacatg cccaccgtgc 540 

ccagcacctg aattcgaggg tgcaccgtca gtcttcctct tccccccaaa acccaaggac 600 

accctcatga tctcccggac ccctgaggtc acatgcgtgg tggtggacgt gagccacgaa 660 

gaccctgagg tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca 720 

aagccgcggg aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg 780 

caccaggact ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca 

gcccccatcg agaaaaccat ctccaaagcc aaagggcagc cccgagagcc acaggtgtac 

accctgcccc catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc 960 

aaaggcttct atcccagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac 1020 

aactacaaga ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag 1080 

ctcaccgtgg acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat 1140 

gaggc'tctgc acaaccacta cacgcagaag agcctctccc tgtctccggg taaatga 1197 

<210> 11 
<211> 1164 
<212> DNA 
<213> Homo sapiens 

<400> 11 CA 

aagcttgccg ccaccatggg aatgcccatg gggtctctgc aaccgctggc caccttgtac 60 

ctgctgggga tgctggtcgc ttcctgcctc ggacggctca gggtacccct ctgggtgtcc 120 

cagccccttg agattcgtac cctggaaggg tcttctgcct tcctgccctg ctccttcaat 180 

gccagccaag ggagactggc cattggctcc gtcacgtggt tccgagatga ggtggttcca 240 

gggaaggagg tgaggaatgg aaccccagag ttcaggggcc gcctggcccc acttgcttct 300 

tcccgtttcc tccatgacca ccaggctgag ctgcacatcc gggacgtgcg aggccatgac 360 
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1140 


ctctccctgt 


ctccgggtaa 
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1164 



<210> 12 

<211> 1320 

<212> DNA 

<213> Homo sapiens 

<400> 12 



aagcttgccg 


ccaccatggg 


aatgcccatg 


gggtctctgc aaccgctggc caccttgtac 


60 


ctgctgggga 


tgctggtcgc 


ttcctgcctc 


ggacggctca gggtacccca atccaaggct 


120 


caggtacttc 


aaagtgtggc 


agggcagacg 


ctaaccgtga gatgccagta cccgcccacg 


180 


ggcagtctct 


acgagaagaa 


aggctggtgt 


aaggaggctt cagcacttgt gtgcatcagg 


240 


ttagtcacca 


gctccaagcc 


caggacggtg 


gcttggacct ctcgattcac aatctgggac 


300 


gaccctgatg 


ctggcttctt 


cactgtcacc 


atgactgatc tgagagagga agactcagga 


360 


cattactggt 


gtagaatcta 


ccgcccttct 


gacaactctg tctctaagtc cgtcagattc 


420 


tatctggtgg 


tatctccagc 


ctctgcctcc 


acacagacct cctggactcc ccgcgacctg 


480 


gtctcttcac 


agacccagac 


ccagagctgt 


gtgcctccca ctgcaggagc cagacaagcc 


540 


cctgagtctc 


catctaccat 


ccctgtccct 


tcacagccac agaactccac gctccgccct 


600 


ggccctgcag 


ccccggatcc 


ggagcccaaa 


tcttctgaca aaactcacac atgcccaccg 


660 


tgcccagcac 


ctgaattcga 


gggtgcaccg 


tcagtcttcc tcttcccccc aaaacccaag 


720 


gacaccctca 


tgatctcccg 


gacccctgag 


gtcacatgcg tggtggtgga cgtgagccac 


780 


gaagaccctg 


aggtcaagtt 


caactggtac 


gtggacggcg tggaggtgca taatgccaag 


840 


acaaagccgc 


gggaggagca 


gtacaacagc 


acgtaccgtg tggtcagcgt cctcaccgtc 


900 


ctgcaccagg 


actggctgaa 


tggcaaggag 


tacaagtgca aggtctccaa caaagccctc 


960 


ccagccccca 


tcgagaaaac 


catctccaaa 


gccaaagggc agccccgaga gccacaggtg 


1020 


tacaccctgc 


ccccatcccg 


ggatgagctg 


accaagaacc aggtcagcct gacctgcctg 


1080 
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gtcaaaggct tctatcccag 


cgacatcgcc 


gtggagtggg agagcaatgg gcagccggag 


1140 


aacaactaca agaccacgcc 


tcccgtgctg 


gactccgacg gctccttctt cctctacagc 


1200 


aagctcaccg tggacaagag 


caggtggcag 


caggggaacg tcttctcatg ctccgtgatg 


1260 


catgaggctc tgcacaacca 


ctacacgcag 


aagagcctct ccctgtctcc gggtaaatga 


1320 


<210> lo 

<211> 996 

<212> DNA 

<213> Homo sapiens 








<400> 13 
aagcttgccg 


ccaccatggg 


aatgcccatg 


gggtctctgc aaccgctggc caccttgtac 


60 


ctgctgggga 


tgctggtcgc 


ttcctgcctc 


ggacggctca gggtaccctc tccagcctct 


120 


gcctccacac 


agacctcctg 


gactccccgc 


gacctggtct cttcacagac ccagacccag 


180 


agctgtgtgc 


ctcccactgc 


aggagccaga 


caagcccctg agtctccatc taccatccct 


240 


gtcccttcac 


agccacagaa 


ctccacgctc 


cgccctggcc ctgcagcccc ggatccggag 


300 


cccaaatctt 


ctgacaaaac 


tcacacatgc 


ccaccgtgcc cagcacctga attcgagggt 


360 


gcaccgtcag 


tcttcctctt 


ccccccaaaa 


cccaaggaca ccctcatgat ctcccggacc 


420 


cctgaggtca 


catgcgtggt 


ggtggacgtg 


agccacgaag accctgaggt caagttcaac 


480 


tggtacgtgg 


acggcgtgga 


ggtgcataat 


gccaagacaa agccgcggga ggagcagtac 


540 


aacagcacgt 


accgtgtggt 


cagcgtcctc 


accgtcctgc accaggactg gctgaatggc 


600 


aaggagtaca 


agtgcaaggt 


ctccaacaaa 


gccctcccag cccccatcga gaaaaccatc 


660 


tccaaagcca 


aagggcagcc 


ccgagagcca 


caggtgtaca ccctgccccc atcccgggat 


720 


gagctgacca 


agaaccaggt 


cagcctgacc 


tgcctggtca aaggcttcta tcccagcgac 


780 


atcgccgtgg 


agtgggagag 


caatgggcag 


ccggagaaca actacaagac cacgcctccc 


840 


gtgctggact 


ccgacggctc 


cttcttcctc 


tacagcaagc tcaccgtgga caagagcagg 


900 


tggcagcagg 


ggaacgtctt 


ctcatgctcc 


gtgatgcatg aggctctgca caaccactac 


960 


acgcagaaga 


gcctctccct 


gtctccgggt 


aaatga 


996 



<210> 14 

<211> 1146 

<212> DNA 

<213> Homo sapiens 

<400> 14 

aagcttgccg ccaccatggg aatgcccatg gggtctctgc aaccgctggc caccttgtac 60 

ctgctgggga tgctggtcgc ttcctgcctc ggacggctca gggtacccca atccaaggct 120 

caggtacttc aaagtgtggc agggcagacg ctaaccgtga gatgccagta cccgcccacg 180 

ggcagtctct acgagaagaa aggctggtgt aaggaggctt cagcacttgt gtgcatcagg 240 

ttagtcacca gctccaagcc caggacggtg gcttggacct ctcgattcac aatctgggac 300 

gaccctgatg ctggcttctt cactgtcacc atgactgatc tgagagagga agactcagga 360 

cattactggt gtagaatcta ccgcccttct gacaactctg tctctaagtc cgtcagattc 420 

tatctggtgg tatctccagc ggatccggag cccaaatctt ctgacaaaac tcacacatgc 480 
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ccaccgtgcc cagcacctga attcgagggt gcaccgtcag tcttcctctt ccccccaaaa 540 

cccaaggaca ccctcatgat ctcccggacc cctgaggtca catgcgtggt ggtggacgtg 600 

agccacgaag accctgaggt caagttcaac tggtacgtgg acggcgtgga ggtgcataat 660 

gccaagacaa agccgcggga ggagcagtac aacagcacgt accgtgtggt cagcgtcctc 720 

accgtcctgc accaggactg gctgaatggc aaggagtaca agtgcaaggt ctccaacaaa 780 

gccctcccag cccccatcga gaaaaccatc tccaaagcca aagggcagcc ccgagagcca 840 

caggtgtaca ccctgccccc atcccgggat gagctgacca agaaccaggt cagcctgacc 900 

tgcctggtca aaggcttcta tcccagcgac atcgccgtgg agtgggagag caatgggcag 960 

ccggagaaca actacaagac cacgcctccc gtgctggact ccgacggctc cttcttcctc 1020 

tacagcaagc tcaccgtgga caagagcagg tggcagcagg ggaacgtctt ctcatgctcc 1080 

gtgatgcatg aggctctgca caaccactac acgcagaaga gcctctccct gtctccgggt 1140 

aaatga 1146 
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